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ABSTRACT:
A bacterial and fungal population is analyzed in the gut of composting earthworm E. fetida. Result indicates bacteria
constitute 12 ± 0.58 (CFU× 10⁷ /g) followed by fungi 8 ± 0.33(CFU× 10³ /g) and actinomycetes 4 ± 0.33(CFU× 10³ /g).
Fresh cast contains 26 ± 1.45 (CFU× 10⁷ /g) bacteria, 13 ± 1.15 (CFU× 103 /g) fungi and 10 ± 0.88 (CFU× 103 /g).
Microbial population is more in cast due to rich in nutrients and large surface area available for growth and reproduction
of microbes. Microbial population seems to be depending on type of feed material and increased significantly when reared
in nutrient rich feed materials.
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CONCLUSION :
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Table 1. Microbial population in the mid-gut of earthworm species, Eisenia fetida reared
for 60 days.
Microbes
Initial
Mid
Final
1st day
30th day
60th day
Bacteria
12 ± 0.58
36 ± 3.18
74 ± 1.45
(CFU× 10⁷ /g)
(0)
(200)
(517)
Fungi
8 ± 0.33
14 ± 1.73
20 ± 1.15
(CFU× 10³ /g)
(0)
(75)
(300)
Actinomycetes
4 ± 0.33
12 ± 0.67
15 ± 0.58
(CFU× 103 /g)
(0)
(200)
(275)
Each value is the mean (X ± SE) of three observations.
Values within parenthesis indicate the percentage of change from initial value.
Table 2. Microbial population in fresh vermicompost of earthworm species, Eisenia fetida
for 60 days.
Microbes
Initial
Mid
Final
1st day
30th day
60th day
Bacteria
26 ± 1.45
51 ± 1.20
89 ± 2.33
(CFU× 10⁷/g)
(0)
(96)
(242)
Fungi
13 ± 1.15
23 ± 0.88
30 ± 1.53
(CFU× 10³ /g)
(0)
(92)
(162)
Actinomycetes
10 ± 0.88
12 ± 0.67
15 ± 0.67
3
(CFU× 10 /g)
(0)
(20)
(70)
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Each value is the mean (X ± SE) of three observations.
Values within parenthesis indicate the percentage of change from initial value.

